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UNIVERSITY OF SCIENCE HONG KONG BRANCH OF THE SOUTHERMN MARINE SCIENCE AND
AND TECHNOLOGY ENGINEERING GUANGDONG LABORATORY [GUANGZHOU)

Hong Kong Branch-Guangzhou Marine Laboratory
~Joint Postdoctoral Seminar

A multi-omics data analysis platform for
advancing functional genomics

Dr. Jiajie SHE
HKB-GML Joint Postdoctoral Fellow

Co-supervisors:
Prof. Pei-Yuan QIAN, Prof. Longjun WU
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Here, we integrated 343 transcriptome and 136 epigenomic data sets to
construct  co- expression network and defmed 35 chromatln states,

sets, comparatlve between two networks, high- eff,l,,CIency analysis tools and
visualization, we constructed Tomato multi-omics data Analysis Platform
(TomAP, http //bioinformatics.cau.edu.cn/TomAP/). Our aspiration is that
the platform can enable the identification of functional genes or modules
that underpin critical tomato agronomic traits for advancing functional

genomic research.

Organizer: Co-organizers:

@ 28 Feb 2024 (Wednesday)
2:30 pm - 3:30 pm (GMT +8, HKT)

General Inquiry: hkb@ust.hk

Register Now!




